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Plant molecular physiologist experienced in biochemistry, specifically the application of mass 
spectrometry to research problems in genomics, bioenergy crop production, environmental 
stress physiology, and plant-microbe signaling.  Current research includes metabolomics for 
phenotypic characterization of genetically modified Populus, Arabidopsis, Eucalyptus, 
Castanea, switchgrass, and numerous bioenergy-relevant microbial species. Research targets 
include the application of genomic tools for the accelerated domestication of Populus to 
increase drought tolerance and biomass productivity on marginal sites, and to manipulate 
bioproduct formation. Recent activities include characterizing the molecular basis of plant-
microbe (bacterial and fungal) symbiotic relationships in contrast with pathogenic relationships, 
and natural product isolation and identification. 
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PUBLICATIONS – 240 total (including 3 patents) 
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T.J. Tschaplinski, G.A. Tuskan, T.S. Magney, and G. Taylor. 2026. Unraveling plant phenotype 
to genotype associations with daily hyperspectral traits in Populus trichocarpa. Plant Phenomics 
8:(2) 100174 https://doi.org/10.1016/j.plaphe.2026.100174 
 
Tuskan, G.A., S.D. Wullschleger, P.J. Hanson, M.A. Cregger, J.L. Field, B.P. Sloan, M.W. 
Cunningham, B.M. Cregg, J.L. Rakestraw, and T.J. Tschaplinski. 2026. Overcoming 
environmental constraints to high-yielding eastern cottonwood productivity in the southeastern 
United States. Annals of Applied Biology: First published online: 25 March 2026  
https://doi.org/10.1111/aab.70113 
 
J.W. Westbrook, J. Malukiewicz, Q. Zhang, A. Sreedasyam, J.W. Jenkins, V. Lakoba, S. 
Fitzsimmons, J. Van Clief, K. Collins, S. Hoy, C. Stark, L. Graboski, E. Jenkins, T.M. 
Saielli, B.T. Jarrett, L.J. Wigfield, L.M. Kerwien, C. Wilbur, A.M. Sandercock, J.H. 
Craddock, S. Keriö, T. Zhebentyayeva, S. Fan, A.M. Thomas, A.G. Abbott, C.D. Nelson, 
X. Xia, J.R. McKenna, C. Kell, M. Williams, L. Boston, C. Plott, F. Carle, J. Swatt, J. Ostroff, 
S.N. Jeffers, K. McKeever, E. Smith, T.J. Ellis, J.B. James, P. Sisco, A. Newhouse, E. Carlson, 
W.A. Powell, F.V. Hebard, J. Scrivani, C. Heverly, M. Cipollini, B. Clark, E. Evans, B. Levine, 
J.E. Carlson, D. Goodstein, J. Orebaugh, Z.K. Yang, M.Z. Martin, J. Tannous, T.A. Rush, N.L. 
Engle, T.J. Tschaplinski, J. Grimwood, J. Schmutz, J.A. Holliday, and J.T. Lovell. 2026. 
Genomic approaches to accelerate American chestnut restoration. Science 391 (6786). 
https://doi.org/10.1126/science.adw3225 
 
R. Hu, S. Jawdy, A. Sreedasyam, A. Lipzen, M. Wang, V. Ng, C. Daum, K. Keymanesh, D. Liu, 
A. Hu, A. Pasha, N.J. Provart, A.M. Borland, T.J. Tschaplinski, G.A. Tuskan, J. Schmutz, and X. 
Yang. 2026. Rhythmic mechanisms governing CAM photosynthesis in Kalanchoe fedtschenkoi: 
High-resolution temporal transcriptomics. Int. J. Mol. Sci. 27(3) 10.3390/ijms27031342. 
https://doi.org/10.3390/ijms27031342 
 
Biswal A.K., N.N. Hengge, M.A. Atmodjo, P.E. Abraham, N.L. Engle, S.S. Mohanty, I. Black, X. 
Cheng, D. Ryno, P. Azadi, T.J. Tschaplinski, Y.J. Bomble, and D. Mohnen. 2025. 
Rhamnogalacturonan I as a key recalcitrant pectin domain in Clostridium thermocellum-
mediated switchgrass deconstruction. Biotech. for Biofuels and Bioprod. 18:109. 
https://doi.org/10.1186/s13068-025-02703-9 
 
Liew, F., R. Nogle, T. Abdalla, B.J. Rasor, C. Canter, R.O. Jensen, L. Wang, J. Strutz, P. 
Chirania, S. De Tissera, A.P. Mueller, Z. Ruan, A. Gao, L. Tran, J.C. Bromley, J. Daniell, R. 
Conrado, N.L. Engle, T.J. Tschaplinski, R.J. Giannone, R.L. Hettich, A.S. Karim, S.D. Simpson, 
S.D. Brown, C. Leang, M.C. Jewett, and M. Köepke. 2025. Addendum: Carbon-negative 
production of acetone and isopropanol by gas fermentation at industrial pilot scale. Nat 
Biotechnol 43, 1385–1387 (2025). https://doi.org/10.1038/s41587-025-02767-w 
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T.J. Tschaplinski, J.H. Lee, M. Morgan, D. Jacobson, Md. T. Islam, F. Chen, P.E. Abraham, 
G.A. Tuskan, M.J. Doktycz, J.-G. Chen. 2025. Utilizing plant synthetic biology to accelerate 
plant-microbe interactions research. BioDesign Research Vol. 7(2), 2025,100007, ISSN 2693-
1257, https://doi.org/10.1016/j.bidere.2025.100007 
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Weston, D.J. Weston, T.J. Tschaplinski, G.A. Tuskan, M. Li, J.-G. Chen, 2025. Variation in 
flooding tolerance in Populus deltoides ‘D-124’ and P. trichocarpa x P. deltoides hybrid ‘52–
225’, Tree Physiology, 2025, tpaf098, https://doi.org/10.1093/treephys/tpaf098  
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hyperspectral phenotyping for accurate, non-destructive prediction of metabolite profiles in 
poplar under drought stress. Environmental and Experimental Botany Vol. 237, September 
2025, 106218. https://doi-org.ornl.idm.oclc.org/10.1016/j.envexpbot.2025.106218 
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M. Wang, R.L. Hettich, U.C. Kalluri, and P. Abraham. 2025. Dynamic rhizodeposition in the 
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https://doi.org/10.1111/pce.70004 
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Yang. 2025. Woody plant transformation: Current status, challenges, and future perspectives. 
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W. Muchero, G.A. Tuskan, and J.-G. Chen. 2025. Species-specific epigenetic signature 
associates with heat stress tolerance in the perennial tree species Populus. GCB Bioenergy, 
2025; 17:e70033 https://doi.org/10.1111/gcbb.70033 
 
Mottiar, Y., T.J. Tschaplinski, J. Ralph, and S.D. Mansfield. 2025. Suppression of chorismate 
mutase 1 in hybrid poplar reveals partial redundancy in the supply of lignin precursors. Plant 
Direct March 20259(3). http://doi.org/10.1002/pld3.70053 
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Pittermann, B. Medlyn, N. McDowell, S. Keller, T. Tschaplinski, R. Spicer, K. Sokołowska, A. 
Sala, and Y. Preisler. 2025. Tree drought physiology: Critical research questions and strategies 
for mitigating climate change effects on forests. New Phyt. 245 (5):1817-1832.  
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Cregger, and J.K. Michener. 2024. Catabolic pathway acquisition by rhizosphere bacteria 
readily enables growth with a root exudate component but does not affect root colonization. 
mBio Dec 11:e0301624. https://doi.org/10.1128/mbio.03016-24 
 
Ployet, R., K, Feng, J. Zhang, I. Baxter, D.C. Glasgow, J.-G. Chen, G.A. Tuskan, T.J. 
Tschaplinski, D.J. Weston, M.Z. Martin, W. Muchero. 2024. Elemental profiling and genome-
wide association mapping reveal genomic variants modulating ionomic composition in Populus 
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Martin, N.L. Engle, T.J. Tschaplinski, S.D. Brown, and R.L. Hettich. 2024. Clostridium 
autoethanogenum alters cofactor synthesis, redox, and lysine-acetylation in response to 
increasing H2:CO feedstock ratios for enhancing carbon capture efficiency. Biotech for Biofuels 
and Bioprod. 17:119. https://doi.org/10.1186/s13068-024-02554-w 
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T. Tschaplinski, G. Tuskan, S.P. DiFazio. 2024. Genetic underpinnings of arthropod community 
distributions in Populus trichocarpa. New Phyt. 242:1307-1323. 
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Chang, E., W. Guo, J. Chen, J. Zhang, Z. Jia, T.J. Tschaplinski, X. Yang, Z. Jiang, and J. Liu. 
2023. Chromosome-level genome assembly of Quercus variabilis provides insights into the 
molecular mechanism of cork thickness. Plant Science 337:111874 
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Hixson, K.K., A. Dhingra, F. Dini-Andreote, M.J. Doktycz, T.J. Tschaplinski TJ and L. Paša-
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N. Vaultier, and C. Veneault-Fourrey. 2023. Ectomycorrhizal symbiosis prepares its host locally 
and systemically for abiotic cue signaling. The Plant Journal 116:1784-1803. 
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Bryant, N., N. Engle, T. Tschaplinski, Y. Pu, and A.J. Ragauskas. 2023. Variable lignin structure 
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Ragauskas. 2023. Cell wall response of field grown Populus to Septoria infection. Sec. Plant 
Pathogen Interactions. Front. Plant Sci. 14:1089011. 
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short-rotation sycamore plantations. U.S. Dept. of Energy Terrestrial Energy Crops Program 
Subcontractor's Workshop, Washington DC, July 17-20. 
 
Tschaplinski, T.J., and R.J. Norby. 1989. Water stress tolerance of trees: Implications for 
biomass plantations growing under increased drought and elevated CO2. U.S. Dept. of Energy 
Terrestrial Energy Crops Program Subcontractor's Workshop, Washington DC, July 17-20. 
 
Tschaplinski, T.J., R.J. Norby, D.W. Johnson, and D.E. Todd. 1988. Optimum nitrogen nutrition 
in short-rotation sycamore plantations. U.S. Dept. of Energy Short Rotation Woody Crops 
Program Workshop, Tacoma, WA, August 1-4. 
 
Koppenaal, R.S., T.J. Tschaplinski, and S.J. Colombo. 1988. Carbohydrate accumulation and 
turgor maintenance in seedling shoots and roots of two boreal forest conifers subjected to water 
stress. Tenth North American Forest Biology Workshop, Vancouver, British Columbia, July 20-
22. 
 
Tschaplinski, T.J., and T.J. Blake. 1988. Carbohydrate mobilization following shoot decapitation 
in hybrid poplar. American Society of Plant Physiologists National Meeting, Reno, NV, July 10-
14. 
 
Tschaplinski, T.J., and T.J. Blake. 1986. The role of carbon partitioning in growth and 
photosynthetic reinvigoration following shoot decapitation. Canadian Society of Plant 
Physiologists National Meeting, University of Saskatchewan, Saskatoon, Saskatchewan, June 
16 18. 
 
Tschaplinski, T.J., and T.J. Blake. 1986. Effects of shoot pruning on carbon partitioning in poplar 
trees. American Society of Plant Physiologists Annual Meeting, Louisiana State University, 
Baton Rouge, LA, June 8 13. 
 
Tschaplinski, T.J., and T.J. Blake. 1984. The mobilization of carbohydrates and carbon 
partitioning in relation to vigorous growth of coppice shoots. Canadian Society of Plant 
Physiologists National Meeting, Burnaby, British Columbia, July 29 August 1. 
 
Tschaplinski, T.J., and T.J. Blake. 1982. Rejuvenation and senescence studies in fast growing 
trees. II. The effects of root restriction on growth, water relations, and senescence in European 
alder. Joint Meeting of the Canadian Botanical Association and the Canadian Society of Plant 
Physiologists, University of Regina, Saskatchewan, June 20-24. 
 
Tschaplinski, T.J., and T.J. Blake. 1981. The effects of root restriction on growth, water 
relations, and senescence of European alder (Alnus glutinosa Gaertn.) seedlings. Canadian 



Society of Plant Physiologists, Toronto, Ontario, December 18. 
 
Tschaplinski, T.J., and T.J. Blake. 1980. Rejuvenation, aging, and senescence in woody plants. 
II. Hormone and root/shoot relations. Canadian Society of Plant Physiologists, Queen's 
University, Kingston, Ontario, December 15. 
 
THESES 
 
Ph.D.  Physiological correlatives of vigorous growth in hybrid poplar. 
M.Sc.F. The effects of root restriction on growth, water relations and senescence   
  of European alder (Alnus glutinosa Gaertn.) seedlings. 
B.Sc.  The age composition of a collection of rabid and non-rabid Big Brown Bats  
  (Eptesicus fuscus) as determined by dental annuli. 
 
 
PROFESSIONAL SOCIETIES/ACTIVITIES  
 
Journal of Advanced Research – Associate Editor (2026) 
The American Chestnut Foundation (TACF) Biotechnology Convening (2025) 
EMSL: Functional and Systems Biology Proposal Review Panel (2025) 
DOE-GSP NOFO DE-FOA-0003452, Genomics-Enabled Understanding and Advancing 
Knowledge on Plant Gene Function(s) – Proposal Review Panel (2025)  
DOE Resilient Bioenergy Crop Production Workshop – Participant (2024) 
29th New Phytologist Workshop - Forest Tree Drought Physiology Research Innovation Group -
Invited Speaker and Participant (2022) 
Environmental and Experimental Botany – Editorial Board (2002 – present) 
Tree Physiology – Editorial Review Board (intermittent from 1994 – present) 
Plants: Plant Genetics and Genomics Section – Editorial Board (2020 – 2023) 
Current Metabolomics and Systems Biology - Editorial Board (2012 – 2022)  
Scientific Reports (a Nature journal) Editorial Board (2019) 
National Academy of Science - GE Crops Safety – Provided Testimony (2015) 
DOE-ARPA-E Phytosequestration Workshop (2015) - Participant 
DOE-ARPA-E- Transportation Energy Resources from Renewable Agriculture (TERRA) –
Workshop participant and Review Panel Member (2014) 
ORNL Invention Disclosure Review Committee – (2008 – 2011) 
DOE Genomic Science and Technology for Energy and the Environment Review – Microbial 
and Plant Processes for Bioenergy Reviewer (2010) 
DOE-EREE High-Yield Scenario Workshop – Woody Energy Crops Participant (2009) 
DOE 30x30 Workshop on Biomass Energy – Woody Crop Development panel member (2006) 
Southeast Regional Biomass Consortium – Lead of Woody Crop Development (2006) 
International Poplar Genome Consortium – Coordinator of the Metabolic Characterization and 
Metabolomics section of the Science Plan for post-genome sequencing research (2002) 
Bioactive Natural Products Consortium – University of Tennessee – member (2002 – 2004)  
National Science Foundation – Major Research Instruments Panel (1998) 
US DOE rep. to the International Energy Agency Ecophysiology Working Group (1989-1993) 
International Society for Molecular Plant-Microbe Interactions – member/participant 
American Society of Plant Biologists – member/participant 
Canadian Society of Plant Physiologists – member/participant 
 
MENTORING 
 



Hosted and/or mentored 66 visitor assignments to ORNL, including 3 University Faculty 
Members (Doris Garcia, Universidad Metropolitana-Puerto Rico; Leonard Price, Xavier 
University of Louisiana; Jonathan Cummin, West Virginia University), 10 Postdoctoral Research 
Associates and Distinguished Fellows (G. Michael Gebre, Yichuan (Connie) Yang, Manojit M. 
Basu, Xiaohan Yang, Nan Zhao, Zhihao Zhang, Jason Whitham, Suresh Poudel (co-supervised 
with Bob Hettich), Stephanie Galanie, and Lindsay Brown), 15 graduate students (served on the 
committees of 12 PhD and 3 MSc candidates), 7 Post-Bachelors, and 31 Undergraduate 
students (plus an additional 14 return assignments). 
 
Served as the Group Leader for Metabolomics and Bioconversion Group for 13 years and 
Section Head for Biodesign and Systems Biology for 5.5 years.  As Section Head, I have been 
involved in the interviews of 179 candidates for employment, and merit-based hiring of 83 
employees (44 Postdocs, 39 Staff Members), with 77% being from underrepresented groups.  
 
SCHOLARSHIPS 
 
1985  Canadian Forestry Service Scholar Scholarship 
1984  Natural Sciences & Engineering Research Council 
  Postgraduate Scholarship – Forestry Special 
1983  Natural Sciences and Engineering Research Council 
  Postgraduate Scholarship 
1982  Natural Sciences and Engineering Research Council 
  Postgraduate Scholarship 
1982  Edward Elsworth Johnson Postgraduate Forestry Fellowship 
1981  University of Toronto Open Master's Fellowship 
1980  Canadian National Sportsmen's Fellowship 
1980  Natural Sciences and Engineering Research Council - Summer Research Award 
 
SUCCESSFUL PROPOSALS 
 
Total Funding all sources:  $678,978,000 
Total Center Grants and Science Focus Area Award (SFA) funds since FY2007:  $635,224,000  
 
Project title: Center for Bioenergy Innovation:  Renewal – Jerry Tuskan (PI) 
T.J. Tschaplinski – Co-PI, Research Council Member on the Leadership Team and Plant 
Metabolomics Lead, Poplar Team Lead as of 04-01-2024 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 145,500,000 
Funding period: FY2022-2027 
 
Project title: Plant-Microbe Interfaces (PMI) SFA - M.J. Doktycz (PI) 
T.J. Tschaplinski - Co-PI, Scientific Co-Manager  
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 20,874,000 
Funding period: FY2023-2025 
 
Project title: Plant-Microbe Interfaces (PMI) SFA - M.J. Doktycz (PI) 
T.J. Tschaplinski - Co-PI, Scientific Co-Manager 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 25,800,000 
Funding period: FY2019-2022 



 
Project title: Plant-Microbe Interfaces (PMI) SFA - M.J. Doktycz (PI) 
T.J. Tschaplinski - Co-PI, Scientific Co-Manager 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 19,350,000 
Funding period: FY2016-2018 
 
Project title: Center for Bioenergy Innovation – Jerry Tuskan (PI) 
T.J. Tschaplinski – Co-PI, Research Council Member and Plant Metabolomics Lead  
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 125,000,000 
Funding period: FY2017-2021 
 
Project title: Plant-Microbe Interfaces (PMI) - M.J. Doktycz (PI), G.A. Tuskan (co-PI) 
T.J. Tschaplinski - Metabolomics Lead Scientist for the PMI SFA 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 19,350,000 
Funding period: FY2013-2015 
 
Project title: The Bioenergy Science Center: Renewal – Paul Gilna (PI) 
T.J. Tschaplinski – ‘Omics Activity Lead Scientist for BESC 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 125,000,000 
Funding period: FY2012-2016 
 
Project title: Plant-Microbe Interfaces (PMI) - M.J. Doktycz (PI), G.A. Tuskan (co-PI) 
T.J. Tschaplinski - Metabolomics Lead Scientist for the PMI SFA 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 19,350,000 
Funding period: FY2010-2012 
 
Project title: The Bioenergy Science Center (BESC):  Overcoming the recalcitrance of 
lignocellulosic biomass crops - M. Keller (PI) 
T.J. Tschaplinski – co-PI; Metabolomics Lead Scientist for BESC 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 135,000,000 
Funding period: FY2007-2011 
 
Total non-Center, non-SFA funds FY1991-2025:  $43,754,000 ($16,551,000 as PI) 
 
Project Title: Carbon-negative chemical production platform (Michael Koepke, PI-LanzaTech.) 
T.J. Tschaplinski - Co-PI (ORNL PI), Metabolomics Lead 
Funding agency: DOE/ARPA-E 
Total cost of the award: $450,000 
Funding period: FY2022-2024 
 
Project Title: Establishing a clostridia foundry for biosystems design by integrating 
computational modeling, systems-level analyses, and cell-free engineering technologies 
(Michael Jewett, PI-Northwestern Univ.) 
T.J. Tschaplinski - Co-PI (ORNL PI; Steve Brown initial PI), Metabolomics Lead 



Funding agency: DOE/Office of Biological and Environmental Research 
Total cost of the award: $4,000,000 
Funding period: FY2018-2022 
 
Project Title: Development of a sustainable green chemistry platform for production of acetone 
and downstream drop-in fuel and commodity products directly from biomass syngas via a novel 
energy conserving route in engineered acetogenic bacteria (Sean Simpson, PI-LanzaTech) 
T.J. Tschaplinski - Co-PI (ORNL PI; Steve Brown initial PI), Metabolomics Lead 
Total cost of the award: $800,000 
Funding period: FY2017-2019 
 
Project Title:  Synthetic metabolic pathways for bioconversion of lignin and biomass inhibitors 
A. Guss (PI), J. Elkins, J. Mielenz, T.J. Tschaplinski, A. Gorin 
Funding agency: Laboratory Director’s Research and Development 
Funding amount: $ 450,000 
Funding period: FY2012-2013 
 
Project Title:  Nanoporous inorganic membranes for selective separations in high temperature 
flow-through recycle pretreatment of lignocellulosic biomass 
R. Bhave (PI), J. Mielenz, T.J. Tschaplinski, L. Lynd, X Shao 
Funding agency: Laboratory Director’s Research and Development 
Funding amount: $ 620,000 
Funding period: FY2011-2012 
 
Project Title:  Unraveling the molecular and biochemical basis of crassulacean acid metabolism 
(CAM) in Agave for sustainable biofuel production 
X. Yang (PI), D.J. Weston, S.D. Wullschleger, T.J. Tschaplinski 
Funding agency: Laboratory Director’s Research and Development 
Funding amount: $ 750,000 
Funding period: FY2011-2012 
 
Project Title:  Catalytic conversion of lignin feedstocks for bioenergy applications 
W. Wang (PI), T.J. Phelps, J.C. Smith, J.J. Bozell, T.J. Tschaplinski, B. Gu, A.P. Borole 
Funding agency: Laboratory Director’s Research and Development 
Funding amount: $ 312,000 
Funding period: FY2010-2011 
 
Project title: Genome-enabled discovery of carbon allocation genes in Populus 
G.A. Tuskan (co-PI), T.J. Tschaplinski (co-PI), U. Kalluri, J. M. Davis, S.P. DiFazio 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $ 4,085,000 (renewal) 
Funding period: FY2006-2008 
 
Project title:  Accelerated domestication in Populus: Harnessing the recently-sequenced 
genome for bioenergy crop production   
T.J. Tschaplinski, T. Yin, X. Yang, L. Gunter, N. Engle, D. Kaczmarek, M. Hinchee 
Funding agency:  Laboratory Director’s Research and Development 
Funding amount:  $730,000 
Funding period:  FY2006-2007 
 



Project title:  Biomass ethanol from Clostridium thermocellum: Linking bioprocessing with 
systems biology for bioenergy 
J. Mielenz, S.D. Brown, D.A. Pelletier, G. Hurst, C. McKeown, T.J. Tschaplinski, G. Van 
Berkel, L. Lynd 
Funding agency:  Laboratory Director’s Research and Development 
Funding amount:  $561,500 
Funding period:  FY2006-2007 
 
Project title:  Systemic approaches in recombinant Zymomonas mobilis to the regulation of 
ethanol fermentation   
S.D. Brown, D.A. Pelletier, Y. Yang, G.B Hurst, T.J. Tschaplinski 
Funding agency:  Laboratory Director’s Research and Development 
Funding amount:  $810,000 
Funding period:  FY2006-2007 
 
Project title:  Genome-enabled modification of poplar root development for increased carbon 
sequestration 
R. Meilan (co-PI), V. Busov (co-PI), and T.J. Tschaplinski (co-PI) 
Funding agency:  DOE, Office of Biological and Environmental Research, Program for 
Ecosystem Research 
Funding amount:  $1,220,000 
Funding period:  FY2006-2008 
 
Project title: Metabolic HERMES: Hierarchical Experimental Responses at Macromolecular to 
Ecosystem Scales  
S.P. DiFazio, A. Rogers, C. Kuske, C. Schadt, T.J. Tschaplinski, S.D. Wullschleger 
Funding agency:  DOE, Office of Biological and Environmental Research, Program for 
Ecosystem Research 
Funding amount:  $5,395,000 
Funding period:  FY2005-2008 
 
Project title: Metabolic profiling of phosphorylated and coenzyme-bound metabolites using 
pressure-assisted capillary electrophoresis mass spectrometry 
T.J. Tschaplinski and G. Van Berkel 
Funding agency:  Laboratory Director’s Research and Development 
Funding amount:  $125,000 
Funding period:  FY2005-2006 
 
Project title: Temperature adjustment in forest species 
C. A. Gunderson and T.J. Tschaplinski 
Funding agency:  Laboratory Director’s Research and Development 
Funding amount:  $376,000 (one year extension) 
Funding period:  FY2005 
 
Project title: Metabolite profiling: A required element in functional genomics 
T.J. Tschaplinski and G. Van Berkel 
Funding agency:  Laboratory Director’s Research and Development 
Funding amount:  $118,000 
Funding period:  FY2002-2003 



 
Project title: Genome-enabled discovery of carbon sequestration genes in Populus 
PI: G.A. Tuskan 
Funding agency: DOE/Office of Biological and Environmental Research 
Funding amount: $5,142,024 
Funding period: FY2003-2005 
 
Project title: Identifying critical thresholds for plant/ecosystem response to moisture stress 
P.J. Hanson, T.J. Tschaplinski, S.D. Wullschleger, R.M. Auge 
Funding agency:  DOE, Office of Biological and Environmental Research, Program for 
Ecosystem Research 
Funding amount:  $1,276,000 (including 1 year extension) 
Funding period:  FY2002-2005 
 
Project title: Biochemical bases pest feeding preference in hybrid Populus grown under field 
production conditions 
T.J. Tschaplinski and R.V. Wilkerson 
Funding agency:  DOE, Biofuels Feedstock Development Program 
Funding amount:  $650,000 
Funding period:  FY2002-2006  
Terminated at inception by DOE EERE elimination of BFDP woody crops research  
 
Project title: Accelerated domestication of Populus 
H.D. Bradshaw, S.H. Strauss, T.J. Tschaplinski, G.A.Tuskan, and S.D. Wullschleger  
Funding agency:  DOE, Office of Power 
Funding amount:  $1,740,000 
Funding period:  FY2002-2006 
Terminated after 1 year by DOE EERE elimination of woody crops research 
 
Project title: Genetic and environmental controls on carbon allocation and partitioning in woody 
plants – Implications for ecosystem carbon sequestration 
S.D. Wullschleger, G.A. Tuskan, A.W. King, T.J. Tschaplinski 
Funding agency:  DOE, Office of Biological and Environmental Research, Carbon Sequestration 
Research Program 
Funding amount:  $1,102,000 
Funding period:  FY2001-2003 
 
Project title: Free air CO2 enrichment in a sweetgum plantation 
PI: R.J. Norby 
Funding agency: DOE/ Office of Biological and Environmental Research 
Funding amount: $3,000,000 
Funding period: FY2000-2002 
 
Project title: Free-air CO2 enrichment of a closed-canopy deciduous forest 
R.J. Norby, E.G. O’Neill, N.T. Edwards, S.D. Wullschleger, A.W. King, W. M. Post,  
T. J. Tschaplinski, C.A. Gunderson, and P.J. Hanson 
Funding agency:  National Science Foundation 
Funding amount:  $1,490,983 
Funding period:  FY1997-1999 
 
Project title: A Free-air CO2 exposure facility in a deciduous forest 



R.J. Norby, N.T. Edwards, C.A. Gunderson, P.J. Hanson, A.W. King, E.G. O’Neill, W. M. Post, 
T.J. Tschaplinski, and S.D. Wullschleger  
Funding agency:  Laboratory Director’s Research and Development 
Funding amount:  $760,000 
Funding period:  FY1996-1999 
 
Project title: Biochemical mechanisms of ecosystem adjustments to altered precipitation  
(A component of the larger Mechanisms of Forest Ecosystem Adjustments to Altered 
Precipitation – The Walker Branch Throughfall Displacement Experiment (TDE) renewal 
proposal) 
T.J. Tschaplinski, G.M. Gebre, and P.J. Hanson 
Funding agency:  DOE, Office of Biological and Environmental Research, Program for 
Ecosystem Research 
Funding amount:  $438,000 
Funding period:  FY1999-2002 
 
Project title: Limits of drought tolerance of poplar 
T.J. Tschaplinski, G.A. Tuskan, G.M. Gebre, and D.E. Todd 
Funding agency:  DOE, Biofuels Feedstock Development Program 
Funding amount:  $338,000 
Funding period:  FY1997-2000 
 
Project title: Biochemical regulation of crown architecture in poplar 
T.J. Tschaplinski, M. Cunningham, and H.D. Bradshaw 
Funding agency:  DOE, Office of Industrial Technology 
Funding amount:  $1,428,000 
Funding period:  FY1997-2001 
 
Project title: Carbon allocation and partitioning in woody plants: A means to enhance bioenergy 
conversion and carbon sequestration.  
G.A. Tuskan, S.D. Wullschleger, T.J. Tschaplinski, M.F. Davis, L.E. Gunter, and B.H. Davison 
Sponsor: Lab Director’s R&D 
Funding amount:  $793,000 
Funding period:  FY2000-2002 
 
Project title: CRADA – Overcoming constraints to high-yield plantation-grown hardwoods in the 
southeastern United States  
G.A. Tuskan, P.J. Hanson, T.J. Tschaplinski, and S.D. Wullschleger 
Funding agency:  DOE, Biofuels Feedstock Development Program 
Funding amount:  $1,300,000 
Funding period:  FY1996-2000 
 
Project title: Biochemical mechanisms of drought tolerance of four deciduous species: 
Implications for forest succession - Renewal 
T.J. Tschaplinski, C.A. Gunderson, D.E. Todd, and G.M. Gebre 
Funding agency:  DOE, Office of Health and Environmental Research, Program for Ecosystem 
Research 
Funding amount:  $414,000 
Funding period:  FY1997-1998 
 
Project title: Biochemical mechanisms of drought tolerance of four deciduous species: 



Implications for forest succession  
T.J. Tschaplinski and C.A. Gunderson 
Funding agency:  DOE, Office of Health and Environmental Research, Program for Ecosystem 
Research 
Funding amount:  $550,000 
Funding period:  FY1994-1996 
Project title: Ecological effects of UV-B radiation: Are indicators of DNA damage predictive of 
alterations in reproductive success in natural ecosystems? 
L.R. Shugart, G.A. Tuskan, T. J. Tschaplinski, W. Hill, A. Stewart, S. Anderson, J.M. 
Grebmeier, and L.W. Cooper 
Funding agency:  DOE, Office of Health and Environmental Research, Program for Ecosystem 
Research 
Funding amount:  $500,000 
Funding period:  FY1995-1996 
 
Project title: The biochemical basis of the decline in dark respiration and nitrogen concentration 
in trees growing under elevated CO2  
T.J. Tschaplinski and S.D. Wullschleger 
Funding agency:  "Seed Money" from the Laboratory Director's Research and Development 
Program 
Funding amount:  $80,000 
Funding period:  FY1994 
 
Project title: CRADA – Biochemical basis of drought tolerance in hybrid Populus grown under 
field conditions  
T.J. Tschaplinski, G.A. Tuskan, G.M. Gebre, and D.E. Todd 
Funding agency:  DOE, Biofuels Feedstock Development Program 
Funding amount:  $600,000 
Funding period:  FY1994-1996 
 
Project title: Mechanisms of mycorrhizal constraint of forest ecosystem response to global 
climate  
E.G. O’Neill, T.J. Tschaplinski, and R.V. O’Neill  
Funding agency:  DOE, Office of Health and Environmental Research, Program for Ecosystem 
Research 
Funding amount:  $604,148 
Funding period:  FY1993-1996 
 
Project title: Advanced concepts for production and conversion of renewable plant  
G.A. Tuskan, Y.C. Wang, and T.J. Tschaplinski 
Funding agency:  Laboratory Director's Research and Development Program 
Funding amount:  $720,000 
Funding period:  FY1992-1994 
 
Project title: Biochemical and molecular bases of water stress tolerance in Populus 
T.J. Tschaplinski and G.A. Tuskan 
Funding agency:  DOE, Biofuels Feedstock Development Program 
Funding amount:  $525,000 
Funding period:  FY1991-1993 
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