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Research and Professional Experience:

2015 — Present: Research Assistant Professor, University of Tennessee, (UT), Knoxville, TN.
2010 — 2015: Research Scientist, UT

2008 — 2010: Postdoctoral Fellow, Oak Ridge National Laboratory, Oak Ridge, TN

2006 — 2008: Postdoctoral Researcher, UT
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Synergistic Activities:

e Qutreach activities at various conferences as senior Bioinformatics Scientist in KBase

o Panelist, National Science Foundation (NSF), Graduate Research Fellowship Program (GRFP),
Genetics and Evolutionary Biology Panel, 2011 and 2014

e Associate Editor, BMC Research Notes

e Associate Editor, The Journal of Plant Genomics

o Reviewer of several peer-reviewed journals including 1) Bioinformatics, 2) Plant Journal, 3) Tree
Genetics and Genomes, 4) Plant Genome, 5) International Journal of Plant Genomics



