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Lead Instrument Scientist (IMAGINE), Neutron Sciences Directorate, Oak Ridge National Laboratory
Associate Professor, Molecular and Structural Biochemistry, North Carolina State University

Professional Experience:

2015-present  Joint Faculty Appointment: Associate Professor, Department of Molecular and Structural
Biochemistry North Carolina State University, Raleigh and Oak Ridge National
Laboratory, Oak Ridge

2007-2015 Joint Faculty Appointment: Assistant Professor, Department of Molecular and Structural
Biochemistry North Carolina State University, Raleigh and Oak Ridge National
Laboratory, Oak Ridge

2006-2007 Research fellow, Spallation Neutron Source & Center for Structural Molecular Biology,
Oak Ridge National Laboratory, Oak Ridge, TN, USA

2005-2006 Visiting scientist, Spallation Neutron Source & Center for Structural Molecular Biology,
Oak Ridge National Laboratory, Oak Ridge, TN, USA

2004-2006 Physicist, Institut Laue Langevin, Grenoble, France

Education:

Institution Major Degree Year
University J. Fourier, Grenoble, France Physic & Chemistry BSc. 1998
University J. Fourier, Grenoble, France Structural Biology MSc. (Maitrise, DEA) 2000
European Molecular Biology Laboratory, Germany Structural Biology Ph. D. 2004
University J. Fourier, Grenoble, France Structural Biology Ph. D. 2004

Scholarly and professional honors:

2013 ORNL Significant Event Award (Team award; Role: Science lead)
2000-2003 French Government Ph. D. Fellowship

2000-2004 EMBL Ph. D. Fellowship

1999-2000 French government MSc (DEA) Fellowship

Service to professional societies:

2014 — Present  Reviewer for The FEBS Journal and The Australian Journal of Chemistry

2010 — Present  Director, Workshop on Neutron Scattering Applications for Structural Biology

2009 - 2013 Executive Committee Member, Neutron Scattering Society of America

2009 Session Chair, International Conference on Neutron Scattering, Knoxville, TN, USA

2008 — Present  Reviewer for the Department of Energy, the American Heart Association, the NCSU
grant office, Acta Crystallographica section D and section F

2007 — Present  Chair, Instrument Advisory Team (IAT) for the construction of a quasi-Laue
diffractometer at the High Flux Isotope Reactor at Oak Ridge National Laboratory


mailto:meilleurf@ornl.gov
mailto:fmeille@ncsu.edu

2007 - 2010 Executive Committee member, SNS-HFIR User Group (SHUG)
2007 — 2009 Member, Neutron Sciences Directorate Education Committee
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O’Dell W.B., Bodenheimer A., Meilleur F. (2016) Neutron Protein Crystallography: A Complementary
Tool for Locating Hydrogens in Proteins (Review). Arch. Biochem. Biophys. In press.

Knihtila R, Holzapfel G, Weiss K, Meilleur F, Mattos C. (2015) Neutron Crystal Structure of RAS GTPase
puts in question the Protonation State of the GTP y-Phosphate. J. Biol. Chem.
http://www.jbc.org/cgi/doi/10.1074/jbc.M115.679860

Zhuravleva M., Lindsey A., Chakoumakos B.C., Custelcean R., Meilleur F., Hughes R.W., Kriven W.M.,
Melcher C.L. (2015) Crystal structure and thermal expansion of a CsCe,Cl; scintillator. J. Solid State Chem.
227:142-149

Golden E., Attwood P.V., Duff A.P., Meilleur F., Vrielink A. (2015) Production and characterization of
recombinant perdeuterated cholesterol oxidase. Anal Biochem. 485:102-106

Bodenheimer A., Cuneo M., Schwarz P., O’Neill H., Myles D.A., Meilleur F. (2014) Crystallization and
preliminary X-ray diffraction analysis of Hypocrea jecorina cel7a in two new crystal forms. Acta Cryst.
F70:773-776

Munshi P., Snell E.H, Van der Woerd M.J., Judge R.A., Myles D.A., Ren Z., Meilleur F. (2014) Hydrogen
bonding interaction at the active site of cyclic glucose bound xylose isomerase E186Q mutant. Acta Cryst.
D70:414-420

Gruene T., Hahn H.W., Meilleur F., Sheldrick G.M. (2014) Refinement of macomolecular structures against
neutron data with SHELXL-2013. J. Appl. Cryst. 47:462-466

Meilleur F., Munshi P., Kovalevsky A., Koritsanszky T., Blessing R., Robertson L., Stoica A.D., Crow L.,
Myles D.A. (2013) IMAGINE: First Neutron Protein Structure and New capabilities for neutron
macromolecular crystallography. Acta Cryst. D69:2157-2160

Ankner J., Heller W.T., Herwig K., Meilleur F., Myles D.A. (2012) Neutron scattering techniques and
application in structural biology. Current Protoc. Prot. Sci. Chapter 17:Unitl17:16

Martin S.L., He L., Meilleur F., Guenther R.H., Sit T.L., Lommel S.A., Heller W.T. (2013) New insight into
the structure of RNA in red clover necrotic mosaic virus and the role of divalent cations revealed by small-
angle neutron scattering. Arch Virol. 158:1661-1669

Jayasundar J.J., Ju J.H., He L., Liu D., Meilleur F., Zhao J., Callaway D.J., Bu Z. (2012) Open conformation
of Erzin bound to PIP2 and to F-actin revealed by neutron scattering. J. Biol. Chem. 44:37119-37133

Myles D.A., Dauvergne F., Blakeley M.P., Meilleur F. (2012) Neutron protein crystallography at ultra-low
(<15K) temperatures. J. Appl. Cryst. 45:686-692

He L., Piper A., Meilleur F., Hernandez R., Heller W.T., Brown D.T. (2012) Conformational changes in
Sindbis virus induced by decreased pH revealed by small-angle neutron scattering. J. Virology. 86:1982-
1987

Munshi P., Chung S.-L., Weiss K.L., Blakeley M.P., Myles D.A., Meilleur F. (2012) Rapid visualization of
hydrogen positions in neutron crystallography structures. Acta Cryst D68:35-41

Borreguero J.M., He J., Meilleur F, Weiss K.I., Brown C.M., Myles D.A., Herwig K.W., Argarwal P.K.
(2011) Redox-Promoting Protein Motions in Rubredoxin. J. Phys. Chem. B. 115:8925-8936

Li X., Shew C.-Y., He L., Meilleur F., Myles D.A., Liu E., Zhang Y., Smith G., Herwig K., Pynn R., Chen
W.-R. (2011) Scattering functions of Platonic solids J. Appl. Cryst. 44: 545-557

Martin S.L., Guenther R.H., Sit T.L., Swartz P.D., Meilleur F., Lommel S.A., Rose R.B. (2010)
Crystallization and preliminary X-ray diffraction analysis of red clover necrotic mosaic virus. Acta Cryst.
F66:1458-1462

Garberg A.S., Del Castillo A.R., Weiss K., Meilleur F., Blakeley M.P., Myles D.A. (2010) Unambiguous
determination of hydrogen atom positions: comparing results from neutron and high-resolution X-ray
crystallography. Acta Cryst. D66:558-567
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He L., Piper A., Meilleur F., Myles D.A., Hernandez R., Brown D.T., Heller W.T. (2010) The structure of
Sindbis virus produced from vertebrate and invertebrate hosts determined by small-angle neutron scattering.
J. Virol. 84:5270-5276

Wilkinson C., Lehmann M.S., Meilleur F., Blakeley M.P., Myles D.A., Vogelmeier S., Thoms M., Walsh
M., Mcintyre G.J. (2009) Characterization of image plates for neutron diffraction J. Appl. Cryst. 42:1-9
Weiss K.L., Meilleur F, Blakeley M.P., Myles D.A. (2008) Preliminary neutron crystallographic analysis of
selectively CH3-protonated, deuterated rubredoxin from Pyrococcus furiosus. Acta Cryst. F64:537-540.
Teixeira S. C. et al. (2008) New sources and instrumentation from neutron in biology. Chem. Phys.
345:133-151

Blakeley M.P., Ruiz F., Cachau R., Hazemann 1., Meilleur F., Mitschler A., Ginell S., Afonine P., Ventura
O. N., Cousido-Siah A, Haertlein M., Joachimiak A., Myles D. A., Podjarny A. (2008) Quantum model of
catalysis based on a mobile proton revealed by subatomic x-ray and neutron diffraction studies of h-aldose
reductase. Proc. Natl. Acad. Sci. 105:1844-1846

Di Constanzo L., Moulin M., Haertlein M., Meilleur F., Christianson D.W. (2007) Expression, purification,
assay, and crystal structure of perdeuterated human arginase 1. Arch. Biochem. Biophys. 465:82-89

Snell E.H., van der Woerd M.J, Damon M., Judge R.A., Myles D.A., Meilleur F. (2006) Optimizing crystal
volume for neutron diffraction: D-Xylose Isomerase. Eur. Biophys. J. 35:621-632

Meilleur F., Myles D.A., Blakeley M.P. (2006) Neutron Laue macromolecular crystallography. Eur.
Biophys. J. 35:611-620

Meilleur F., Snell E.H., van der Woerd M.J., Judge R.A., Myles D.A. (2006) A Quasi-Laue Neutron
Crystallographic Study of D-Xylose Isomerase. Eur. Biophys. J. 35:601-609

Blakeley M.P., Mitschler A., Hazemann 1., Meilleur F., Myles D.A., Podjarny A. (2006) Comparison of
hydrogen determination with X-ray and neutron crystallography in a human aldose reductase-inhibitor
complex. Eur. Biophys. J. 35:577-583

Budayova-Spano M., Bonnete F., Ferte N., El Hajji M., Meilleur F., Blakeley M.P., Castro B. (2006) A
preliminary neutron diffraction study of rasburicase, a recombinant urate oxidase enzyme, complexed with
8-azaxanthin. Acta Cryst. F62:306-309

Buffet J.C., Clergeau J.F., Cooper R.G., Darpentigny J., De Laulany A., Fermon C., Fetal S., Fraga F.,
Guérard B., Kampmann R., Kastenmueller A., Mc Intyre G.J., Manzin G., Meilleur F., Millier F., Rhodes
N., Rosta L., Schooneveld E., Smith G.C., Takahashi H., Van Esch P., Van Vuure T.L. and Zeitelhack K.
(2005) Advances in detectors for single crystal neutron diffraction. Nuclear Instruments and Methods in
Physics Research A554:392-405

Hazemann |., Dauvergne M.T., Blakeley M.P., Meilleur F., Haertlein M., Van Dorsselaer A., Mitschler A.,
Myles D.A.A & Podjarny A.D. (2005) High-resolution neutron protein crystallography with radically small
crystal volumes; application of perdeuteration to human Aldose Reductase. Acta Cryst. D61:1413-1417
Bennett B.C., Meilleur F., Myles D.A., Howell E.E., Dealwis C.G. (2005) Preliminary neutron diffraction
studies of Escherichia coli dihydrofolate reductase bound to the anticancer drug methotrexate. Acta Cryst.
D61:574-579

Meilleur F., Dauvergne M.T., Schlichting I., Myles D.A.A. (2005) X-Ray crystallographic analysis of fully
deuterated cytochrome P450cam. Acta Cryst. D61:539-544

Meilleur F., Contzen J., Myles D.A.A., Jung C. (2004) Structural stability and dynamics of hydrogenated
and perdeuterated cytochrome P450cam (CYP101). Biochemistry 43:8744-8753

Adamo C., Heitzman M., Meilleur F., Grand A., Cadet J. & Barone V. (2001) Interplay of intrinsic and
environmental effects on the magnetic properties of free radicals issuing from H-atom addition to cytosine.
J. Am. Chem. Soc. 123:7113-7117

Book chapters
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Meilleur F., Weiss K.L., Myles D.A. (2009) Deuterium Labeling for Neutron Structure-Function-Dynamics
Analysis. Methods in Mol. Bio. 544:281-292

Meilleur F., Blakeley M.P & Myles D.A.A. (2005). Hydrogen and hydration-sensitive structural biology.
Editors Niimura N., Mizuno H., Helliwell J.R., Westhof E, pages 75-85. Neutron Laue analysis of hydrogen
and hydration in protein structure.

Blakeley M.P., Hazemann 1., Mitschler A., Meilleur F., Dauvergne M.T., ElI Kabbani O., Cousido A.,



Joachimiak A., Petrova T., Myles D.A.A., Podjarny A. (2005) Hydrogen and hydration-sensitive structural
biology. Editors Niimura N., Mizuno H., Helliwell J.R., Westhof E, pages 87-102. Combined high
resolution X-ray and neutron crystallography to observe protonation states in human aldose reductase

Meeting reports

1. Meilleur F. (2014) The Neutrons in Structural Biology Workshop celebrates its 5™ Edition. Neutron News
25(4):11

2. Meilleur F. (2014) ORNL welcomed IMAGINE first external users and the participants of the fourth
workshop on Neutron Scattering Applications in Structural Biology. Neutron News 25(1):12

3. Meilleur F. (2013) Third school on the applications of Neutron Scattering Applications in Structural
Biology, Oak Ridge, TN. Neutron News 24(1):4

4. Meilleur F. (2011) ORNL hosted second graduate course on neutron scattering applications in structural
biology. Neutron News 22(4):4-5

5. Meilleur F. (2010) First graduate course on neutron scattering applications in structural biology at Oak
Ridge. Neutron News 21(3):30-31

Letter Of Intent
1. IMAGINE: a single crystal neutron diffractometer at the High Flux Isotope reactor (2007)

Press release

1. Best of Both Worlds (2015)
https://www.ornl.gov/news/best-both-worlds

2. IMAGINE beam line at HFIR welcomes first external user. Neutrons help visiting scientist understand and
outsmart bacterial enzyme.(2013)
https://www.ornl.gov/news/imagine-beam-line-hfir-welcomes-first-external-user

3. Neutrons — “Imagine” data faster (2011)
https://www.ornl.gov/news/neutrons-imagine-data-faster

4. Neutrons Go Viral (2010)
https://www.ornl.gov/news/neutrons-go-viral-ornl

5. Successful Neutron-Scattering Proposal (2009)
http://www.scienceworksforus.org/tennessee/mtsu-chemistry-researcher-koritsanszky

Web pages

1. http://biochem.ncsu.edu/faculty/meilleur/

2. http://neutrons.ornl.gov/imagine/

3. https://public.ornl.gov/neutrons/conf/gcnb2015/

Invited talks and oral presentations

2015 NCSU Stewards of the Future — Water for a Growing World, Raleigh, NC
Protein Crystallography for Sustainability
2015 American Crystallography Association meeting, Philadelphia, PA
Locating Hydrogen Atoms in Enzymes Using Neutron Protein Crystallography
2014 RACIRI Summer School, 2014, Stockholm, Sweden
Lecture 1: Neutron Macromolecular Diffraction
Lecture 2: Structural biology with neutrons
2014 Gordon Research Conference on Diffraction methods, Lewiston, ME
IMAGINE: new capability for neutron diffraction in the U.S.
2014 American Conference on Neutron Scattering, Knoxville, TN
IMAGINE, A Quasi-Laue Single Crystal Neutron Diffractometer at the HFIR
2014 American Crystallography Association meeting (May 24-28, 214)
Recent results from the new neutron diffractometer IMAGINE


https://www.ornl.gov/news/best-both-worlds
https://www.ornl.gov/news/imagine-beam-line-hfir-welcomes-first-external-user
https://www.ornl.gov/news/neutrons-imagine-data-faster
https://www.ornl.gov/news/neutrons-go-viral-ornl
http://www.scienceworksforus.org/tennessee/mtsu-chemistry-researcher-koritsanszky
http://www.scienceworksforus.org/tennessee/mtsu-chemistry-researcher-koritsanszky
http://biochem.ncsu.edu/faculty/meilleur/
http://neutrons.ornl.gov/imagine/
https://public.ornl.gov/neutrons/conf/gcnb2015/

2013 Oak Ridge National Laboratory, Oak Ridge, TN
The IMAGINE instrument at HFIR
2013 North Eastern University, Boston, MA
Neutron Protein crystallography: application to Xylose Isomerase
2013 Pittsburg Diffraction Society Meeting, Buffalo, NY
Locating Hydrogen Atoms in Enzymes Using Neutron Protein Crystallography
2013 Molecular and Structural Biochemistry Department, Raleigh, NC
Protonation in protein structure and function
2013 Mid-Atlantic Macromolecular Crystallography Conference, Durham, NC
Locating hydrogen atoms in enzymes using neutron protein crystallography
2012 American Crystallography Association Meeting, Boston, MA
Locating hydrogen atoms in Xylose Isomerase using neutron protein crystallography
2012 University of Tennessee Science Forum, Knoxville, TN
Neutrons for Biology and Bioenergy
2010 Neutron Scattering Sciences Division, ORNL, Oak Ridge, TN
Rapid visualization of deuterium atoms in Rubredoxin
2009 North Carolina State University, Molecular and Structural Biochemistry Dpt, Raleigh, NC, USA
Structural Biology with Neutrons
2008 International Union of Crystallography meeting, Osaka, Japan
Neutron crystallographic analysis of deuterated and selectively CH3-protonated deuterated
rubredoxin
2008 American Conference on Neutron Scattering, Santa Fe, NM, USA
IMAGINE: Supra- and Macro-molecule Quasi-Laue Neutron Diffractometer at HFIR
2007 Neutrons in Biology, Didcot, United Kingdom
Rubredoxin: H-D labeling for neutron direct methods
2007 American Crystallographic Association meeting, Salt Lake City, UT, USA
The Enzymatic Mechanism of D-Xylose Isomerase Revealed by Neutron Protein Crystallography
2007 International Workshop on Laue Diffraction in Frontier Science, Grenoble, France
Neutron Macromolecular Crystallography: Current Capabilities, Future Horizons
2006 CNRS school “Water in biological environment”, Roscoff, France
Visualisation des molécules d’eau dans une structure cristallographique aux neutrons
2006 Hauptman-Woodward Institute, Buffalo, NY, USA
Neutron Macromolecular Crystallography: Application to D-xylose isomerase
2006 Tennessee Structural Biology Meeting, Knoxville, TN, USA
Neutron Macromolecular Crystallography: Current Capabilities, Future Horizons
2006 American Crystallography Association meeting, Honolulu, HI, USA
Neutron cryo-crystallography
2006 Spallation Neutron Source, Oak Ridge, TN, USA
Neutron macromolecule crystallography: New Horizons
2006 International Meeting for Construction and Utilization of iB1X, Hitachi, Japan
Neutron quasi-Laue crystallography at a steady state reactor
2005 International Conference on Neutron Scattering, Sydney, Australia
Neutron macromolecular crystallography with LADI
2005 Neutrons in Biology, Grenoble, France
Neutron protein crystallography with LADI
2004 European Molecular Biology Laboratory, Hamburg, Germany
Neutron macromolecular crystallography
2004 Institut de Biologie Structurale, Grenoble, France
Neutron Crystallographic studies of D-xylose isomerase and cytochromes P450cam
2003 Partnership for Structural Biology (PSB) Science day, Sassenage, France
Neutron macromolecular crystallography: visualizing protons in proteins



Poster presentations

2015 Second target Station Workshop, Oak Ridge, TN
IMAGINE: New Science Capabilities at HFIR (lora Meilleur, presenter)

2015 SNS HFIR User Meeting, Oak Ridge, TN
Structural Biology of Cellulotic Enzymes (Annette Bodenheimer, presenter; Flora Meilleur: PI)

2015 American Crystallography Association Meeting, Philadelphia, PA
Effect of Cations and pH on N. Crassa CDHIIA Dimesnions Investigated by Small Angle Scattering

(Annette Bodenheimer: presenter; For a Meilleur: PI)

2015 Mid-Atlantic Crystallography Meeting, Baltimore, MD
Structural Biology of Cellulotic Enzymes (W. (Brad) O’Dell, presenter; Flora Meilleur: PI)

2014 Mid-Atlantic Crystallography Meeting/SER-CAT Symposium, Rockville, MD
Crystallization and preliminary X-ray analysis of Cel7a (Annette Bodenheimer, presenter; Flora
Meilleur: PI)

2012 American Crystallography Association Meeting, Boston, MA
Neutron Crystallographic Studies of Ligand-Free, Substrate-Bound and Inhibitor-Bound D-Xylose
Isomerase GLU186GLN Mutant (Parthapratim Munshi, presenter; Flora Meilleur: Pl

2014 Mid-Atlantic Crystallography Meeting/SER-CAT Symposium, Rockville, MD
Crystallization and preliminary X-ray analysis of Cel7a (Annette Bodenheimer, presenter; Flora
Meilleur: PI)

2012 American Crystallography Association Meeting, Boston, MA
Neutron Crystallographic Studies of Ligand-Free, Substrate-Bound and Inhibitor-Bound D-Xylose
Isomerase GLU186GLN Mutant (Parthapratim Munshi, presenter; Flora Meilleur: PI)

2012 American Crystallography Association Meeting, Boston, MA
Structural analysis of Cel7a (Annette Bodenheimer, presenter; Flora Meilleur: PI)

2011 American Crystallography Association meeting, New Orleans, USA
IMAGINE, a quasi-Laue neutron diffractometer for protein crystallography at the HFIR (Parthapratim
Munshi, presenter; Flora Meilleur: PI)

2010 SER-CAT symposium, Knoxville, TN, USA
IMAGINE, a quasi-Laue neutron diffractometer for protein crystallography at the HFIR (Flora Meilleur,
presenter; Flora Meilleur: PI)
Optimizing Growth of Beta Lactoglobulin Crystal for Neutron Crystallography (Tabitha Donald,
presenter; Flora Meilleur: PI)

2010 American Crystallography Association meeting, Chicago, USA
IMAGINE, a quasi-Laue single crystal neutron diffractometer at the HFIR (Flora Meilleur, presenter;
Flora Meilleur: PI)
Small-angle neutron scattering study of Sindbis virus produced from vertebrate and invertebrate hosts
(William Heller, presenter; Flora Meilleur: PI)

2009 International Conference on Neutron Scattering, Knoxville, TN, USA
IMAGINE, a supra- and macromolecular quasi-Laue neutron Diffractometer for materials research and
discovery at HFIR (Flora Meilleur, presenter; Flora Meilleur: PI)
Solution Structure of Sindbis Virus: A Small Angle Neutron Scattering (SANS) Study;
SANS Investigations on E1 protein from Sindbis virus (Lilin He, presenter; Flora Meilleur: PI)

2008 American Crystallography Association meeting, Knoxville, TN, USA
IMAGINE, a quasi-Laue single crystal neutron diffractometer at the HFIR (Flora Meilleur, presenter;
Flora Meilleur: PI)
The enzymatic mechanism of xylose isomerase revealed by neutron protein crystallography (Flora
Meilleur, presenter; Flora Meilleur: PI)

2006 American Crystallography Association meeting, Honolulu, HI, USA
Neutron Macromolecular Crystallography: Future Horizons (Flora Meilleur, presenter; Flora Meilleur:
PI)

2005 Conference on New Frontiers in Neutron Macromolecular Crystallography, Oak Ridge, TN, USA
Neutron Crystallography with LADI (Flora Meilleur, presenter; Flora Meilleur: PI)



2005 International Biophysics Meeting, Montpellier, France
Neutron Crystallography of perdeutated protein on LADI (Flora Meilleur, presenter; Flora Meilleur: PI)
2005 American Crystallographic Association meeting, Orlando, TN, USA
The enzymatic mechanism of xylose isomerase revealed by neutron protein crystallography (Flora
Meilleur, presenter; Flora Meilleur: PI)
2005 High resolution crystallohraphy and drug design meeting, Strasbourg, France
Neutron crystallographic investigation of Cyctochrome P450cam (Flora Meilleur, presenter; Flora
Meilleur: PI)
2004 European Crystallographic Meeting, Budapest, Hungary
Neutron macromolecular crystallography with LADI (Flora Meilleur, presenter; Flora Meilleur: PI)
2003 International Conference on Cytochrome P450, Prague, Czech Republic
Neutron crystallographic studies of P450cam (Flora Meilleur, presenter; Dean Myles: Pl)
2002 European Spallation Source Conference, Bonn, Germany
Neutron crystallographic studies of P450cam (Flora Meilleur, presenter; Dean Myles: PI)
2001 European Crystallographic Meeting, Krakow, Poland
Neutron crystallographic studies of P450cam (Flora Meilleur, presenter; Dean Myles: Pl)
2001 Protons in Protein, Grenoble, France
Neutron crystallographic studies of P450cam (Flora Meilleur, presenter; Dean Myles: PI)
2000 HERCULES, Grenoble, France
Neutron crystallographic studies of P450cam (Flora Meilleur, presenter; Dean Myles: Pl)

Conference Session Chair

2015 1% ORNL/Duke University Workshop on Neutron Sciences

2013 SNS/HFIR User meeting, Oak Ridge, TN, USA
Session: Biological Sample Environment/Sample Preparation
Session: Structural Biology

2009 International Conference on Neutron Scattering, Knoxville, TN, USA
Session: Protein Structures

Mentoring/Supervision Experience:

Graduate students: 3

Annette Bodenheimer, NCSU, 2011 - Present
Brad O’Dell, NCSU, 2012 — Present

Gabriela Schroder, NCSU, 2015 — Present

Undergraduate student: 1
Melissa Fee, NCSU, 2015 — Present

Past post-doctoral fellows: 3

Dr Parthapratim Munshi, ORNL, 2011 — 2012, Assistant professor, Shiv Nadir University (India)
Dr Yiming Mo, ORNL, 2009 — 2010, Insurance Operations Data Analyst, Atlanta, GA

Dr Lilin He, ORNL, 2008 — 2010, Instrument Scientist, GP-SANS, ORNL, Oak Ridge, TN

Past post-master fellow: 1
Ms Lezlee Dice, ORNL, 2007-2009 (now University of Tennessee)

Past undergraduate students: 8

Teaching duties and responsibilities:

2011 — Present NCSU BCH 705, Molecular Biology of the Cell



2011 — Present  Mentor; Appalachian Regional Commission (ARC)/ORNL Math-Science-Technology
Summer Institute

2010 — Present NCSU BCH 590 (Special topic), Neutron Scattering Applications for Structural Biology

2013 - 2015 MU PHY7410/4410, Analysis of Biological Macromolecules and Biomaterials



