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Current Positions

Staff Scientist, Oak Ridge National Laboratory (2019-present)

Computational Systems Biology. Using Artificial Intelligence and Machine
Learning approaches to link genomic changes to phenotypes including

o Neurodevelopmental disorders

o COVID-19

o Cardiovascular disease

o Substance abuse disorders

o Suicidal behavior
Molecular Evolution. Development of novel approaches to track an danalyze the
evolution of SARS-CoV-2 on a global scale.

Extensive grant writing to NIH, DOE, NSF, and internal ORNL grants.

Genetic Consultant, Frontier Genomics, LLC (2012-2019)

Environmental and Ancient DNA Analysis. Identifying community assemblages
from marine, freshwater, and sediment core samples with NGS in collaboration with
the National Marine Fisheries Service, the City and Borough of Yakutat, UC Santa
Cruz, and the US Army Corps of Engineers.

Post-doctoral Scholar, Oregon State University (2016-2019)

Genomic Basis of Hatchery Domestication in Steelhead (Oncorhynchus mykiss).
Using Next-Generation Sequencing (NGS) technology and family-based ecological
and behavioral experiments to determine the molecular processes that underlie the
domestication of steelhead to hatcheries.

Post-doctoral Fellow, University of Haifa, Israel (2014-2016)

Local Adaptation in Fire Salamanders: Working with Alan Templeton from
Washington University in Saint Louis and Leon Blaustein at the University of Haifa
to understand the genetic basis of the adaptation of fire salamanders (Salamandra
infraimmaculata) to xeric environments with an emphasis on bioenergetics. Using a
novel statistical approach to identify biological networks based on gene expression
data from microarrays.

Post-doctoral Fellow, University of Alaska Fairbanks (2012-2014)

Population Structure, Genetic Stock Identification, and Local Adaption in
Chum Salmon: Led a collaborative project between University of Alaska Fairbanks,



Alaska Department of Fish and Game, the National Marine Fisheries Service, and
Alaskan native tribal entities to identify genetic markers that show divergence and
local adaptation among chum salmon populations with next-generation sequencing
and other new technology.

Graduate school, University of Alaska Fairbanks (2004-2012)
e See Education, below

Research Associate, Tularik, Inc., (Now Amgen) (2001-2004)
e Assessment and use of gene expression technologies to develop drugs to treat
metabolic disorders and cancer including RNAi, qPCR, and cDNA microarrays.

Research Associate, CV Therapeutics, Inc. (Now Gilead Biosciences) (1998-2001)
e Development of novel technology to measure expression of genes associated with
cardiovascular disease.

Research Associate, Roche Molecular Systems (1997-1998)
e Development of technologies to identify viruses in human plasma based on their
DNA content. This is the laboratory in which PCR was invented by Kary Mullis
(who won the Nobel Prize for it in 1993).

Research Associate, University of Ottawa Heart Institute (1994-1997)
e Assess the expression of genes in human tissues affected by cardiovascular disease. |
participated in the development of many molecular biology techniques as that field
was first being developed.

Research Associate, University of Washington, Department of Pathology (1991-1994)
e Development of animal models to uncover the mechanism of restenosis after balloon
angioplasty. This work was followed up with work with stents, which is currently the
therapy of choice for many patients with coronary artery disease.

Education

Ph. D. 2012 University of Alaska Fairbanks
M.S. 2009 University of Alaska Fairbanks
B.S. 1991 University of Washington
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