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Figure 1. A dendogram representation of a hierarchical cluster analysis (single linkage based on
euclidean distance) for the bacterial PLFA profiles. DG, down-gradient; CS, crash site; UG, up-
gradient.
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Figure 2- DGGE-eubacte unity-profile of 'sil from within the crash-site. The portion of
the gel shovs\qn represents the rang % denaturanthin WW visible bands were found.
Lanes I-3: saturated zone. Lanes 4-6: capillary fringe. Lanes 7-9: vadose zone. |.ane 10:
Migration standards.
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