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Proteomic profiles of Rhodopseudononas pal ustris

Nat han C. Verberknpesl, Caroline S. Harwood 2, Loren Hauserl1l, Dale Pelletier3, and Frank W
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2Departnent of M crobiol ogy, University of lowa, lowa Gty, |IA and the 3Center for Ml ecul ar and
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We recently described (VerBerkmoes, et al., J. Proteone Research 1:239-252, 2002,) a conprehensive
met hod for proteone analysis that integrates both intact protein nmeasurenent ("top-down") and
proteol ytic fragment characterization ("bottomup") nass spectronetric approaches, capitalizing on
the uni que capabilities of each nethod. This approach is being applied to proteonic profiling of

t he anoxygeni ¢ phot obact eri um Rhodopseudononas pal ustris. Miltiple physiological states, i.e.,

aer obi ¢ heterotrophic growth, anaerobic heterotrophic growh, anaerobic photoheterotrophic growh,
and anaerobi c phototrophic growh, are being profiled. In addition, profiles of nmutants defective
in major assenbly and regul atory processes are being profiled. The proteonic profiles are al so
bei ng used to enhance the annotation of the genone: a significant nunber of "genes of unknown
function" have been authenticated, and their cellular localization and physiol ogi cal response are
now known. Over 25% of the proteins profiled represent the "unknown" cl ass.
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